Supplemental Table I. Summary of sequence results for tert fusion clones

Clone number Plant Chromosome  Source of Length of Chromosome Deletion Insertion Homology
generation arms telo repeat telo repeat deleted length

Telomere-telomere
1 G6 1R-3L both 530 N/A 0 ND ND
2 G6 1R-3L both 570 N/A 0 ND ND
3 G9 1R-3L both 540 N/A 0 ND ND
4 G9 3L-3L both 370 N/A 0 ND ND

Telomere-subtelomere
5 G6 1R-3L 1R 186 3L 349 0 4
6 G6 1R-3L 1R 122 3L 352 0 0
7 G6 1R-3L 1R 198 3L 349 0 6
8 G6 1R-3L 1R 219 3L 348 6 0
9 G8 1R-3L 1R 180 3L 115 10 0
10 G8 1R-3L 1R 122 3L 206 0 3
11 G8 1R-3L 1R 149 3L 346 0 3
12 G8 1R-3L 3L 498 1R 359 0 4
13 G9 1R-3L 3L 292 1R 300 0 3
14 G9 1R-3L 1R 219 3L 64 6 0
15 G9 1R-3L 1R 197 3L 401 7 0
16 G9 1R-3L 1R 122 3L 404 1 0
17 G9 2R-3L 3L 400 2R o* 25 0
18 G9 3L-3L 3L 457 3L 143 0 4
19 G9 3R-3L 3L 271 3R ND ND 0
20 G9 3R-3L 3L 306 3R ND ND 0
21 G9 3R-3L 3L 291 3R ND 145 0
22 G9 3R-3L 3L 334 3R ND ND 4
23 G9 3R-3L 3L 334 3R ND ND 0
24 G9 3R-3L 3L 201 3R ND ND 0
25 G9 3R-3L 3L 283 3R ND 17 0
26 G9 3R-3L 3L 283 3R ND 1 0
27 G9 3R-3L 3L 283 3R ND 1 0
28 G9 3R-3L 3L 251 3R ND 6 0
29 G9 3R-3L 3L 243 3R ND 24 0
30 G9 3R-3L 3L 269 3R ND 73 0
31 G9 3R-3L 3L 198 3R ND 0 1
32 G9 1R-3R 1R 152 3R ND 17 0
33 G9 1R-3R 1R 170 3R ND 0 2

Subtelomere-subtelomere
34 G8 1R-3L N/A 0 1R/3L 80/255 0 3
35 G8 1R-3L N/A 0 1R/ 3L 459/366 0 2
36 G8 1R-3L N/A 0 1R/3L 227/293 0 2
37 G8 1R-3L N/A 0 1R/3L 44/54 9 0

Complex fusion
38 G6 1R-1R-3L 0 0
39 G6 1R-1R-3L 0 0

Supplemental Table I. Summary of sequence results for fusion PCR clones obtained from zert
mutants. Values shown in bold indicate samples where PETRA was also performed. Length of
deletion indicates the amount of subtelomeric DNA lost. Asterisk denotes a clone in which the
entire 2R telomere tract is deleted, but the subtelomeric DNA is intact. ND=not determined,;
N/A=not applicable.



